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1.2
1.2.1 DNA
2ml, , Chelex 100 DNA
1.2.2 PCR [2]
1.2.3
Fxcel SPSSI2. 0 [3]
2
Hardy Weinberg
2
2.1 STR (G )]
1 STR
Allele frequency distribution of the nine STR lod of Maonan nationality in Guangxi
Allele D7S820 DI13S317 D5S818 DI8S51 vWA D8S1179 FGA D3S1358 D21S11
7 0. 0025 0 0525
8 0. 1400 0.385"
9 0.0750 0. 1525 0 0650
10 0. 1450 0. 0825 Q0 1675 0.1750
11 0.4600° 0.225 0 3350" 0. 1825
12 0. 1450 0. 1350 0 2200 Q 0575 0. 1050 Q 0025
13 0. 0300 0.0175 Q0 1500 Q 1125 0. 1200
14 0. 0025 0. 0075 0 0100 Q0 1450 0.4100" 0. 0925 a 0575
15 a 1725 0.0275 0.2250" Q0 2650
16 Q 1600 0.1625 0. 0500 0 3500°
17 Q 1100 0.1325 0. 0400 Q0 2700
18 Q 75 0.2000 0. 0050 0.0100 Q 0500
19 Q 0700 0. 0600 0. 0050 0.0775 Q0 0050
20 Q 0350 0. 0075 0. 0475
21 Q0175 0. 1725
21. 2 0. 0050
2 0 0550 0.2300"
22 2 0. 0100
23 Q 0100 0. 1600
232 0. 0025
24 Q 0050 0. 1025
24 2 0. 0050
25 Q 0025 0. 0750
252 0. 0200
26 0. 0450
26 2 0. 0025
27 0.0275
28 0. 0050 0. 0600
29 0. 0025 0.2250
30 0.3200"
31 0. 1000
312 0. 0525
32 0.0225
322 0. 1575
332 0. 0575
34 0. 0025
34 2 0.0025

SIR
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1 GeneScan The resuk of GeneScan
1 the colledion of illustrative plates were the GeneScan of D5S818, FGA locigenotype; 2. the collection of illug rative plates were the
GeneScan of vWA, DI8S51 loci genotype; 3. the collection of illustrative plates were the GeneScan of D3S1358, D13S317 loci

genotype; 4 the collection of illustrative plates were the GeneScan of D81179, D21S11, D7S820 loci genotype
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2 STR
Statistical parameters of nine STR lod in Guangxi Maonan group
STR ( Cumulative efficacity)
(Locus) (Hobs) (DP) (EPP) (PIC) TDP" CEP” TPI"
vWA 0.7950 0.8923 Q6511 0. 708 0.8923 06511 0. 7086
D18S51 0. 8800 0.9717 0 8931 0. 8725 0.9970 09627 0. 9629
D35818 0.7750 0.9151 Q 7140 0. 7515 0.997 09893 0. 908
FGA 0. 8550 0.9627 0 827 0. 849 0. 9999903 0 9%5 0. 98
D8S1179 0. 8300 0. 9560 0 8002 0. 829 0. 99996 0 997 0. PR
D21S11 0. 8300 0.9322 Q 7659 0. 7766 0. 99999997 0 9993 0. 995
D75820 0.7150 0. 8870 0 6228 0. 6380 0. 9999997 0 9997 0. 998
D3S1358 0.7950 0. 8616 0 5768 0. 6801 0.999999995 0 99%9 0. 99995
DI3S317 0. 7500 0.9035 0 6788 0. 7206 0.999999999% 0 999649 0. 9999985
0.8028 0.9202 Q0 7295 0. 7641
2% TDP: total discrimmation power; CEP: cumulative exclative power; TPI:
total polymorphism information
3 The figured genetic distance
Guangxi QingHai Hui GuangDong RonigShUI Guangxi Guangx i Guangxi FuJian
Mao nan ao Miao Dong Zhuang Han Han
0.237
0.256 0283
0.115 Q205 0 149
0.083 0203 0 24 0.119
0.083 0152 0 226 0.076 0. 0%
0. 101 Q121 0170 0.072 0.081 0054
0. 161 0134 0 176 0. 147 0.126 0104 0 066
0. 137 0074 0 196 0.109 0.116 0 063 0 035 0 055
Rescaled Distance Cluster Combine
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BIMEME 9
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J PR 5
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CODIS r#%mik 3
Combined DNA Index System
( &4 ) 2 The result of clusting
13 STR ,
STR 37
, 0. 0025 —0. 4600 ; 170 , 0.0050 —
2 .
0.2300 ; X Hardy-Weinberg , STR
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A Study of Polymorphisms of 9 STR Loci in the Maonan Ethnic Group
of Huanjian, Guangxi Province

ZHOU Lirning', Ll Song feng', XU Lin', GONG Jichun', DENG Qiong ying'

(Humanics Laboratory  Anatomy staff room of Guangxi Medicd Unwersity, Nanning 530021)

Abstract: To investigate the distribution of nine short tandem repeat (ST'R) loci in the Maonan ethnic
group from Guangxi Huanjiang. We wllected the sodium citrated-blood specimens from 200 healthy
unrelated Maonan individuals in Guangxi Huanjiang, and used the Chelex-100 method to extracte DNA
by using AmpF#TR Ident ifiler PCR amplification kit and 3100 genetic analyzer. In the study, a
total of 37 alleles and 170 genotypes of the nine short tandem repeat loci were found in 200 specimens.

The allele frequency and genotype frequency were 0. 0025-0. 4600 and 0. 0050 0. 2300, respectively.

The expected distribution of this genotype accords with Hardy-Weinberg equilibrium( P> 0.05) . The
total discrimination power ( TDP), total polymorphism information (TPI), cumulative paternity
exclusion power( ECP) and average heterozygosity were 0.99999999996, 0. 9999985, 0. 999996 and
0. 8028, respectively. These results demonstrate that these nine SI'R loci are of high polymorphic value
and hereditary stability, and are in accord with Mendel’ s law. The daa obtained are valuable for

rearch in population genetics research, forensic application, and individual identifications.

Key words: Short tandem repeat; Gene frequency; Genetic distance; Maonan Ethnic Group



