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1 9 SIR
STR allele frequencies in Mulao population ( n= 366)
(Frequency)
Allele D351358 D5818 D75820 DI13S317 CSF1PO TROX THO1 VWA FGA
6 0 0710
7 0.0519 0. 0164 02951
8 0.1721 03033 0.5301 00492
9 0.0628 0.0410 0 1366 0. 0383 0.1339 05027
9.3 0 0464
10 0.1967 0.1721 0 1530 0. 404 0.091 00355
11 0.3361 0.4290 0 2842 0. 1885 0.2978
12 0. 0055 0.1967 0.1530 0 0929 0. 3880 0.091
13 0. 1339 0.0328 0 246 0. 1148
14 0. 0546 0.0137 Q0055 0. 0109 Q0 3497
15 0. 486 0.0082 0. 0027 0 0109
16 0. 3197 0 1066 0.0027
16. 2 0.0055
17 0. 3087 02350
18 0. 0601 01858 0.0328
19 0. 0027 0 0902 0.0765
20 00191 0.0492
21 0.1011
2 0.2077
2.2 0.0055
23 0 0027 0.1803
23.2 0.0137
24 0.1612
4.2 0.0027
25 0.0656
26 0.0628
21 0.0246
28 0.0082
SUM 1. 0000 1. 0000 1.0000 1. 0000 1. 0000 1.0000 1. 0000 1. 0000 1.0000
in
2.2
9 SIR (H) (DP) (EPP)
(PIC) 2
2.3
[4—12]
9 STR

,  SPSS P 3
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2 9 SIR
The statistical indexes of 9 STR loci in Mulao population
Locus H Dp EPP PIC
D3S1358 0.7104 0887 0. 4920 0. 6867
D5S818 0.7814 09177 0. 5866 0. 7546
D7580 0.7049 09191 0. 5178 0. 041
D13S317 0.7377 09166 0. 5688 0. 7417
CSF1PO 0.6776 08%3 0. 5347 0. 7015
TPOX 0. 6230 07727 0. 3484 0. 480
THO1L 0.6175 08313 0. 4079 0. 978
VWA 0.8251 0 8980 0. 5573 0. 7335
FGA 0. 8907 09638 0. 7402 0. 8564
0.7298 0 889 0. 5282 0. 7016
0 999999 0. 99 (08 0. 99 R7
3 STR
The result of comparison o 9 STR loci allele frequendes between
Mulao and the other population ( the value of P)
D351358 >005 <0005 <0005 <005 <0005 <006 >00 > 0.0 < 0.05 <00
D55818 >005 <000 <00 <0.005 <0005 <005 > Q0 <0.005 >0.05 > 0.0
D75820 >005 <000 <00 <0.005 <0005 <00 >006 <0.005 <005 <00
D13S317 >005 >005 <00 <0.005 <0005 <00 >006 <0.05 < 0.005 < 0. 005
CSF1PO >005 <005 <005 >006 <0.005 <0006 >00 <0.05 < 0.005 <00
TPOX >005 >005 > 00 > 0. 05 <0.005 <0006 >00 <0.005 >0.05 > 0.0
THO1L <0006 > 005 <005 >006 < 0.05 <00 >00 <0.005 >0.05 <00
VWA >005 <0006 >00 <0.005 <0005 <006 <005 <0005 <0005 < 0. 005
FGA >005 <0005 <0005 <005 <0005 <006 <00 <0.05 < 0.005 <00
3.1 9 STR
2 2
2 - - 2
2 2 2 2
, 9 SIR
70 , 0.0027~ 0.5301 ( 1);
D3S135§A16 0.3197,D5S81§ A1l 0.336 1, D7S820/A11  0.4290,D13S317/A8 0. 3033,

CSF1POYA12  0.3880,TPOX/ A8 0.5301, THOY A9 0.5027, VWA/Al14 0.3497, FGA/A22

0. 2077,

0.005 5~ 0.3388
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H DP EPP PIC H
DP> 0.8 EPP> 0.5
) ; PIC
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Genetic Polymorphisms of 9 STR Lod in the Mulao Ethnic Group
from Guangxi Province

DENG Qiongying', XU Lin', ZHOU Li-ring', LI Song feng'

(1. Department  Anatomy, Guangxi Medicd University , Nanning — 530021)

Abstract: Using PCR-ST'R, the polymorphism distributions of nine STR loci were investigated in 183
unrelated Mulao individuals from Guangxi Province, and as part of this work the genetic database of
Mulao population was established. There were 70 ST'R alleles and 207 genotypes were observed in the
nine SI'R of the Mulao ethnic group with statistical frequencies ranging from 0.0027~ 0.530 1 and
0.0055~ 0.3388 respectively. The average heterozygosity was 0.729 8; polymorphism information
content was 0. 701 6; accumulative discrimination power was 0. 999999999, and the probability of
paternity exclusion was 0. 999 098. The result of a comparison between the Mulao and other ethnic
groups showed that there were statistically significant differences between the Mulao and Miao, Hui
minorites of Guangxi and the minorities of Yunnan and North China, but with there was no difference
between the Mulao and Guangxi Zhuang and Hunan Han minorities. The obtained data can be useful

for its application to genetics, forensic science and anthropology.
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