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MTHFR C677T genotype and allele frequencies of Han and Bouyei in Guizhou

CC Cr TT C T
0 51(56.7) 37(41 1) 2(22) 0.772 028
119 82(68. 8) 36(30 3) 1(0 90) 0.839 0 161
(x2= 1.561, P> Q1)
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MTHFR A1298C genotype and allele frequendies of Han and Bouyei in Guizhou

AA AC CC A C
P 42(46.7) 44(48 9) 4(4 4) 0.712 0 289
119 35(29. 4) 7563 1) 9(75) 0. 609 0 391
(X2= 2075, P> Q1)
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5, 10- methylenetetrahydrofolate Reductase Pol ymorphism
in Three Nationalities in Guizhou Province

XIAO Yan', SHAN Ke-ren', LIYi, ZHAO Yan, GUAN Zhi zhong', REN X lin'

(1. Key Laboratory ¢ Molecular Biology  Guiyan Malical College, Guiyang 55004)

Abstract: Objective  To study the genetic polymorphisms of methylenetetrahydrofolate reductase
(MTHFR) among the Han and Bouyei populations in Guizhou and to provide genetic data for the
establishment of the genetic polymorphism bank of Guizhou minorities. Methods The technique of
polymerase chain reaction and restriction fragment length polymorphism ( PCR-RFLP) is used to detect
the gene frequency and genotype frequency of two mononucleotide sites (677 and 1298) of MTHFR
among the Han population in Libo County, and the Bouyei population in Libo County. Results At
moronucleotide site 677, T allele frequencies are 22.8% , 16. 1%, X' = 1. 561, P> 0.1
respectively, for the Han and Bouyei. At mononucleotide site 1 298, C allele frequencies are 28. 9%,
39.1%, X* = 2.075, P> 0.1 respectively, for Han, Bouyei. The frequencies with combined
heterozygote of 677CT/1298AC are 16. 66% and 22. 7%, respectively for the two populations.
Conclusion The polymorphisms of the two momonucleotide sites ( 677 and 1298) of MTHFR are
diverse between northern and southern populations of China, but they are not significantly different
between the Han and Bouyei in two site. The C allele frequencies at site 1 298 of the Bouyei in Libo

County are higher.
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