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1.1
« » 208 (102
, 106 ), 10—15 ) .
1.2
1.2. 1 DNA
2ml, . - DNA, TE
,EP ,4C
1.2.2 PCR
AmpF&TR® Tdentifiler™ PCR Amplification kit : 1011
: PCR Reaction Mix4. 4H, Primer Set 2. 2H1, Amplilaq Gold® DNA Polymerase
(5U/MD) 0. 21, DNA (0.5 —1. 25ng) 1M1, 1011 ABI9700 ,
:96°C 11min, (94 Clmin~ 59°Clmin_ 72°CImin) x 28 ~ 60 °C60min
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ABI Prism ~ 3100 GeneScan Analysis 3. 7
Genetyper 3.7
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@ Fxcel SPSS ) [9]
Hardy Weinberg
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2.1 STR (1
2.2 STR (1, 2-12-22-3
2.3 STR ( 2
1 STR
Allde frequency distribution of three STR lod in Miao
TPOX THO1 CSE-IPO
Allele Count Frequency Allele Count Frequency Allele Count Frequency
6 0 0.000 0 4 0 0.0000 6 0 0.000 0
7 0 0.000 0 0 0.0000 7 8 0.019 2
8 192 0.461 5 6 59 0.1418 8 0 0.000 0
9 Y 0.141 8 7 103 0.2476 9 9 0.021 6
10 9 0.0216 8 18 0.0433 10 91 0.218 8
11 146 0.3510 9 1A 0.4663 11 107 0.2572
12 10 0.040 Q3 15 0.0361 12 171 0.4111
13 0 0.000 0 10 26 0.0625 13 28 0.067 3
11 1 0.0024 14 2 0.004 8
133 0 0.0000 15 0 0.000 0
total 416 1.000 0 416 1.0000 416 1. 000 00
2 STR BW
Genotypes distribution of three STR lod in Miao
( Observed) (Expected)
SR Hardy- Weinberg
Locus Genotype
Count Frequency Count Frequency
8\ 8 48 02308 44.307 7 0.2149
8\ 9 22 01058 27.230 8 0.1321
8\ 10 4 00192 4.153 8 0.020 1
8\ 11 66 03173 67.38% 6 0.3269
8\ 12 5 00240 4.6154 0.024 X2= 4.06
TPOX 9\ 9 4 00192 4189 0.0203 df= 6
9\ 10 2 0 0096 1.276 4 0.006 2 P>0.5
9\ 11 26 01250 20.706 7 0.100 4
10\ 11 3 00144 31587 0.0153
1\ u 23 01106 25.620 2 0.143
11\ 12 5 0240 3506 0.0170
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2
( Observed) (Expected)
STR Hardy- Weinberg
Locus Genotype
Count Frequency Count Frequency
6\ 6 7 00337 4.1839 0.020 3
6\ 7 10 0 0481 14. 6082 0.0709
6\ 8 2 0 0096 2.5529 0.012 4
6\9 23 0 1106 27.5144 0.1336
6\ 9.3 4 00192 2.1274 0.010 3
6\ 10 5 0 0240 3.6875 0.017 9
6\ 11 1 0 0048 0.1418 0.000 7
7\ 17 11 00529 12.7512 0.061 9
7\ 8 4 00192 4.4567 0.021 6
7\ 9 57 Q0 2740 48.0337 0.2332
7\ 9.3 4 00192 3.7139 0.0180 x2=15.03
THO!I 7\ 10 6 0 0288 6.4375 0.0313 df= 13
8\ 8 1 0 0048 0.3894 0.001 9 P>025
8\ 9 9 00433 8.3942 0.040 8
8\ 9.3 1 0 0048 0.6490 0.003 2
8\ 10 1 0 0048 1.1250 0.005 5
9\ 9 43 Q0 2067 45.2356 0.2197
9\ 9.3 6 0 0288 6.9952 0.0340
9\ 10 12 Q0577 12.1250 0.058 9
10\ 10 1 0 0048 0.8125 0.003 9
7\ 10 2 0 0096 1.7500 0.008 6
7\ 11 2 0 0096 2.0577 0.010 1
7\ 12 4 00192 3.2885 0.016 1
9\ 10 3 00144 1.9688 0.00 6
9\ 11 1 0 0048 2.3149 0.011 3
9\ 12 5 0 0240 3.6995 0.018 1
10\ 10 6 0 0288 9.9531 0.048 8 2= 12.47
CSFIPO 10\ 11 23 0 1106 23.4063 0.1147 df= 10
10\ 12 43 02067 37.4063 0.183 2 P>025
10\ 13 6 0 0288 6.1250 0.0300
10\ 14 1 0 0048 0.4375 0.002 1
1\ 11 14 0 0673 13.7608 0.067 4
1\ 12 47 0 260 43.9832 0.2155
11\ 13 7 00337 7.2019 0.0353
2\ 12 29 0 1394 35. 1454 0.1722
12\ 13 14 0 0673 11. 5096 0.056 4
13\ 14 1 0 0048 0.1346 0. 000 7
2.4
3 SIR
3
3 STR
Statistical parameters of three STR lod in GuangXi Miao group
SIR
Locus ( Hobs) (Hep) (DP) ( EPP) (PIC)
TPOX 0.6394 06442 0.8048 04619 0.580 9
THO!I 0.697 1 06057 0.8549 0516 0.651 9
CSFIPO 0.764 4 07133 0.8613 05770 0.663 7
0 7003> 0.7 08403 0.8 0.5395> 05 0. 6322> 0.5
0.9961 09043 0.950 9
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2.5
4
4
The result of figuring genetic distance
Guangxi Yuman Guangxi : Guangxi
Han Miao Bhck Caucasia Dong Morgol Zang Miao
0.027 7 002 2 0. 1018 0.1424 0.029 1 00360 0. 486 00391
00319 0. 1174 0.1435 0.039 4 00517 0. 465 0 046 6
0. 1472 0.1397 0.017 0 00118 0. 0154 00128
0.1344 0.1639 0 108 8 0. 1764 0151
0.164 2 0 M99 0. 1441 01372
0059 0. 249 00104
0. 0134 00122
00118
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: el 3 STR
: H=0.7003> 0.7 PIC= 0.6322> 0.5; DP= 0.8403> 0.8, TDP =
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A Study of the Polymorphisms of 3 STR Loci in the Miao
Ethnic Group of Rongshui, Guangxi Province

ZHOU Lining', XU Lin', Ll Songfeng', GONG Ji-chun,
WEI Beyuanl, DENG Xiangfal, RU Hongtrong1

(1. Humanics Laboratory o Anaomy stgff room of Guangxi Medical University, Nanring  530021)

Abstract: To investigate the distribution of three short tandem repeat (SI'R) loci in the Miao ethnic
group of the Guangxi Rongshui. We collected sodiuns citrated blood specimens from 208 (male 102,

female 106) healthy unrelated Miao individuals in Guangxi Rongshui, and used the phenot chloroform
method to extract DNA. By using the AmpF&TR Identifiler” PCR Amplification Kit and 3100 Genetic
Analyzer, 19 alleles and 48 genotypes of three SI'R were observed. The allele frequency and genotype
frequency were 0.002 4 —0. 466 3 and 0.004 8 —0.317 3, respedively. The expected and observed
genotype distributions of three loci according to the Hardy-Weinberg equilibrium was given at P >

0.05. Genetic distance with 3 STR data showed that there were significant differences between Guangxi
Rongshui Miao national minorities with American Caucasians and American Blacks. There was little

difference between Guangxi Rongshui Miao national minorities and the Guangxi Dong.

Key words: Short tandem repeat; Gene frequency; Genetic distance; Miao ethnic group



