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1.1 DNA
51 :
2011 FTA  (Gibeobrl ) DNA FTA ,
3mm , FTA )
TE , PCR
[4]

1.2

DYSI9L CTA CTG AGT TTC TGT TAT AGT(TET )

DYSI9R ATG GCA TGT AGT GAG GAC A

DYS390-L TAT ATT TTA CAC ATT TTT GGG CC

DYS390-R TGA CAG TAA AAT GAA CAC ATT GC(FAM )
1.3 PCR

201 , 10mM Tris HCI( pHS. 8) , 2. 2mM MgCl,, 50mM KCI, 0.1% Tri
tonX 100, 200UM dNTPs, 2 Unit TagDNA (Promega) , PCR DYS19
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2 DYS390
DYS390 Allele frequencies distribution in different populations

(%)
! 19 20 21 22 3 % 25 26 27
51 235 9.8 59 431 176
18 56 1.8 5.4 196 429 28. 6 1.8
4 22 4.3 13 261 174 326 22 22
% L8 L8 L8 7.1 179 @7 89
19 3 33 400 433 13.3
41 9.8 439 317 122 2.4
o) 37 488 329 11 1.8
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:(3) © 7
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) , DP s
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DP 0.7591, DYS390 DP 0. 8936,
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GENETIC POLYMORPHISMS OF DYS19 AND DYS390 IN AN “ INSULATED”
POPULATION IN THE LOWER REACHES OF KERIYAN RIVER

DUAN Ran hui', LIU Wet giang', ZHOU Hu', ZHU Hong'

(1. Laboratory ¢ ancient DNA, College ¢ lfe science , Jilin University, Changchun 130012)

Abstract: Two Y-linked short-tandenr repea polymorphisms(DYS19 and DYS390) were analyzed by
Genescan in an “ insulated” population in the center of the Taklamakan desert of Xinjiang province.
And 51 umrelated male individuals were also studied. The allelic distribution of DYS19 in this Keriyan
population shows “M” shape. DYS19* 14 and DYS19* 16 are the most common allele, frequencies of
which are 0. 353 and 0. 510, respedively. As DYS390* 21 owns the least repeat number and DYS390
* 24 are the most common allele. This study suggests that the ancestor of Keriyan population is derived
from two distinct origins.
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